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Evolution and adaptation of living in the extreme environments 2012
Photoresponse of algae and Antarctic MARIMO
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In this project, the researchers of various fields cooperate to analyze the evolution and adaptation of living organisms in the
extreme environments with various tools of chemical and biological analyses. Then,we foucused on Antarctic MARIMO
which is located in the Skallen Oike and its shape is platy-globular. In this paper, preliminary results of pigment and genetic
analyses of Antarctic MARIMO were reported. In addition, photoresponce of algae was also ezamined.
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