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Whole genome amplification using single pollen grains found in glaciers
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Pollen taxon in sediment samples can be identified by analyzing pollen morphology. Identification of related species based on
pollen morphology is difficult and is limited primarily to genus or family. Because many pollen grains in glaciers contain
protoplasm, genetic information of pollen grains should be able to identify the plant taxa below the genus level. We showed
that the multiplex PCR using a Pinus pollen grain obtained from a glacier should be effective in identifying pollen grains at
subsection level. However, the obtained genetic sequences provided only limited information for species identification, due to
their short length. Therefore, identification of Pinus pollen at species level has been difficult until now. This study attempted to
improve our current method through the introduction of a whole genome amplification method in order to obtain the sufficient
information for the identification.
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