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Direct sampling and bioanalyses of bioaerosols onukuro Cove, Lutzow-Holm Bay, Antarctica
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Bioaerosols are airborne particles that are biglgin origin. They may consist of viruses, bactefumgi, pollen, plant
fibers. The bioaerosol over the Antarctica is gettia lot of attention as phylogeography, phylogeaytremophile,
meteorology, environmental medicireg;. The study of atmospheric bioaerosol over the Aniawill be focused on because
it is attracting attention to find the microorganisn the Antarctic ice cores, investigate the loagge transport of
atmospheric bioaerosol, and be starting the woddwiioaerosol observations. However, there are resgarches about
bioaerosols suppling there ecosystems in Antarctica

In this study, bioaerosols near to the ground wiimexctly sampled beside the colony of Adélie pengut the the Hukuro
Cove during the 54th Japanese Antarctic Researchdiign (2012-2013). We carried out the sampling using the bioaerosl|
sampleP from 11:06 to 12:06 (LT) and from 16:18 to 17:18 JLdh January 22, 2013 (Fig.1). DNAs extracted from
membrane filter samples were analyzed using theelyliSequencer as next-generation sequenving techi@sld-rom the
result of the MiSeq sequencer (Fig.1), the mairtdyéad sequence diversity observed in this metheds Burkholderiaceae
(28 %), Bacillaceae (11 %), andRhodospirillaceae (11 %). Rahmaret al., reported that intestinal contents (faeces) of
Antarctic Adélie penguins contain@cillus spp?. TheBacillaceae suggested to originate in Antarctic Adélie penguand
there is some possibility of diffusing with thendi
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Figure 1. The sampling of bioaerosol at the HukDowe. Figure 2. Fumly level distribution ab&erosol on the Hukuro Cove..
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