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The genus Melampsora cause rust disease on woody plants. The fungi have a complex life cycle on two distinct host plants
and usually form five different types of spores. In the Arctic tundra, several species of Melampsora on Salix have been
reported, however, another host has not been founded (Smith et al. 2004; Milne et al. 2012). On Spitsbergen Island,
Melampsora epitea has only been reported on Salix polaris and several Saxifraga (Elvebakk 1996). However, our preliminary
DNA analysis showed that Melampsora infecting S. polaris and Saxifraga plants were different each other and, therefore, there
were at least two Melampsora species on the Island.

In this study, we aim to clarify genetic diversity of Melampsora on Spitsbergen Island. Melampsora uredospores used were
collected from two species of Salix and three species of Saxifraga at Ny-Alesund, Longyearbyen and Barentsburg on the Island
in summer of 2015. Their genetic diversity and phylogenetic relationships were analyzed using sequences of the rDNA-ITS
region.
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